. Molecular masses of peptides from NTD and sNTD preparation.
Step Figure S1 : Top view of the D-GeXXA NTD (cyan) bound onto the top surface of the human 4(pink)2(wheat) nAChR subtype (PDB 5KXI). Figure S2 : Sequence alignment of the extracellular domain of rat (r), human (h) and mouse (m) nAChR subunits studied in this work. Fully conserved sequences are highlighted in dark gray, and partly conserved in light gray. The sequence of the N-terminal -helix is underlined in 4 and 2 subunits. Two additional acidic residues, Asp2 and Asp13 in the N-terminal -helix of 2 in comparison to 4 subunit, are colored red. Asp13 is more likely to be interacting with the Arg residues of NTD (see Figure 1b in the main text). The acidic residues in h9, m, and r subunit corresponding to Asp13 of 2 subunit are also colored red.
